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Galaxy@CBIB @ggfmb

* Obijectifs
* Mise a disposition via une interface web :

- des outils de bioinformatique couramment utilisés
- des outils développés en interne
* Deux instances :

- Test (machine virtuelle)
- Production (serveur dédié)
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Centre de Bioinformatique de Bordeaux

Welcome to Galaxy. This page will give you all the informatian you need to getyou started. Ifyou wish for further information of tutorials, please visit Galaxy's public instance: http:iusegalaxy org If you encounter any dificulty, please
e-mail us at admin.chib@u-bordeaux2.ir
The i

Galayy mantainance team

: This is afree, public, internet accessible resource. !
1 This senice is provided as an academic best effort in the hape that itwill be useful, but WITHOUT ANY WARRANTY. |
1 The results of simulafions are provided AS 1. We do notwarrant o assume any liability or responsibilityfor the accuracy, completeness or usefulness of any data provided by this server. '
| Data transfer and data storage are not encrypled. Ifhere are restiictions on the way your researeh data can be stored and used, please consultyour lacal instituional review board or the project PI before uploading itto any public site,including this !
| Galaxy server |
[}

Please, keep in mind
* Max(file size to upload: 5 GB (warning; some browsers cannot upload file over 2GB)

+ Data will be kept 60 days after deletion from history o library.
* FTF is not activated in this instance.

1
'
'
'
« Quota 10GB (registred), 1 GB (unregistred). To have more space, please contact admin.cbib @uU-borteaux2 fr '
'
'
'
'

© The tools are avallable here without account creation. However, you are strongly invited to create an accountfor having access to the histony, saved analyses, datasets and workfows
You can create an account and/or log in using the User menu in the top-right comer.

@ Howto cite ‘

< ‘ If you use our senice in your work please cite: ‘Part of the experiments (saywhich) were performed atthe Bordeaux Bioinformatics Center (CBi)."




Mise en production

e Suivi des préconisations du projet (en partie)
 PostgreSQL, nginx, etc.

 Purge des données via script en cron
http:/Iwiki.galaxyproject.org/Admin/Config/Performance/Purge
%20Histories%20and%20Datasets

 Test automatique des outils
« Script bash qui s'appuie sur « run_functional_tests.sh »
Génération de rapports

* Test automatique et régulier des outils (Cron /| Nagios)

e Supervision
Systeme (charge, espace disque, etc.), Démon Galaxy, Tests des
outils
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Mise en production @cgfb

o Statistiques et rapports d'utilisation

« Galaxy (utilisation + debug): activation de l'interface/démon
galaxy-report

 Charge systeme: Munin
e Statistiques de connexions: AWStats/GeolP

Countries (Top 10) - Full list
AMUN IN Overview :: cbib.u-bordeaux2.fr :: galaxy-public.cbib.u-bordeaux2.fr :: cpu
Problems
Critical (0) CPU usage - by day CPU usage - by week
4 warning (0) FEGE S EepS BEpe R R B paamns -
Unknown (0} p—
-_ Galaxy Reports
e Groups -
cbib.u-bordeaux2 fr o
oot Jobs Per Month
Categories N . .
_ Click Month to view the number of jobs for each day of that month
disk[dwmy] Jobs
’ RS SEsETEsSEsEEssEsEmEEEsEmEmem Month Userdobs  Monitor Jobs  Totl
nfs[dwmy] 0 e 12:00 Wed 12:0)
nginx[dwmy] . . = Jobs per daythis month Movember 2013 314 0 314
3 5 m system 64.03 69.59
postfix [dwmy] u user 567,67 STL.87 = Jobs in error per day this month Qctober 2013 1061 0 1061
processes [dwmy ] = nice 3.99 4.27 —_—
idle 5703.73 5725.49 _—
system [dwmy] u ioeait = All unfinished jobs September 2013 870 0 870
time [dwmy] B :‘D?(U'l}
Hits w steal = Jobs per month August 2013 107 ] 107
A = guest 8. 80 0
373 | [ | k™ tast update: wed v 27 1l Jgps in error per manth July 2013 336 i 336
Countries | Pages Hits | Bandwidth CPU usage - by month = Jobs per user June 2013 84 0 84
B United States us 57,202 76,812 3VEILME - 0 b EETR Vay 2013 % 0 %
— 5000 D ]
France r 3,653 10,844 53131MB B
United Kingdom gb 1,346 2,261 10768 B Sample Tracking sl L hl o hl
= Germany de 563 1678 TOTME  § . = Sequencing requests per month hlarch 2013 23 0 23
E fnaa 1 21 163 73 ' = Sequencing requests per user February 2013 3l 1} 31
- SPEIN es 158 686 6.90 MB H
B china cn 149 1,004 ZaoMe | Workflows
e India in 115 373 BIGME | (e (s = Workflows per manth
BB FRussian Federation  ru 94 412 365 MB | R Min 0 TRlEE e e
7 Unknown unknown 79 395 449 mME H m user
= nice
Others 489 3048 36.7Z ME idle Users
m lowalt
kg = Beqistered users
m steal
m guest = Date of lastlogin
Last update: Wed Nov 27 1|
= Userdisk usage
System
= Disk space maintenance
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« Suppression des tools incompatible

DG a l'utilisation de plusieurs versions de logiciels (tel que « R »)
par les tools galaxy

« Tests des outils en échec suite mise a jour Galaxy
D aux script de tests qui utilisent une bdd différente

 Upload de fichier dont le nhom contient des accents
Correction du « bug »

 Bug de l'interface
Probléeme de sortie html avec I'option _x_accel_redirect de nginx

 Problémes d'encodage
Encodage renvoyé par nginx != Encodage du fichier
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Conclusion @cgfb

« Documentation

Bonne (faut juste « fouiller »)

« Contact avec le projet simple
Pubilication du service sur le « Public Galaxy Servers page »
(http:/iwiki.galaxyproject.org/PublicGalaxyServers)

« Statistiques et rapports d'utilisation
Important. Donne une vue sur qui utilise quoi, quand et comment...

 Peu de retour d'utilisation
Dl a la jeunesse de notre déploiement (mi-2013) ?

 Des questions / Des envies
« Utilisation des workflow galaxy pour les prestations ?

« Ameéliorations : upload via ftp, augmentation des quotas,
séparation de l'interface des jobs runners, gestionnaire de version
pour la configuration, connexion de l'instance aux machines de
calcul/clusterl]...
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